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Study Subject 1D:01RCH49
Study Subject Clone:

Study Subject HLA:A30,A68,844,B57,Cw7

Sequence: Known reactive 20Mer 0: QMVHQAISPRTLNAWVKVVE p24(9-28)
Possible HLA

A30
A68
B44
B57
Cw7

(10-17)
(2-10)
(4-12)
(5-12)
(3-12)

A*3001,A*3002,A*3003,A*3004

A*6801,A*6802,A*6808

B*4402,B*4403,B*4404,B*4405,B*4406,B*4407,B*4408
Bw57,B*57,B*5701,B*5702,B*5703,B*5704
Cw*0701,Cw*0702,Cw*0704,Cw*0706

Possible Epitopes based on anchor residues

RTLNAWVK  A*6801
MVHQAISPR  A*6801
HQAISPRTL Cw*0702
QAISPRTL Cw*0702
VHQAISPRTL Cw*0702

Anchor Residues Searched

A*6801  X[VTIXXXXX[RK]
A*6801  X[VTIXXXXXX[RK]

A*6801  X[VTIXXXXXXX[RK]
B44 X[EIXXXXXX[Y]

B44 X[EJIXXXXX[Y]

B44 X[EJXXXXXXX[Y]
B*4402  X[EIXXXXXX[FY]
B*4402  X[EIXXXXX[FY]
B*4402  X[E]JXXXXXXX[FY]
B*4403  X[EIXXXXXX[YF]
B*4403  X[EIXXXXX[YF]
B*4403  X[E]JXXXXXXX[YF]

Cw*0702  XXXXXXXX[YFL]
Cw*0702 XXXXXXX[YFL]
Cw*0702  XXXXXXXXX[YFL]
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Study Subject 1D:01RCH49
Study Subject Clone:

Study Subject HLA:A30,A68,844,B57,Cw7

Sequence: Known reactive 20Mer1: PRGSDIAGTTSTLQEQIGWM p24(99-118)

Possible HLA

A30 A*3001,A*3002,A*3003,A*3004

A68  A*6801,A*6802,A*6808

B44  B*4402,B*4403,B*4404,B*4405,B*4406,B*4407,B*4408
B57 Bw57,B*57,B*5701,B*5702,B*5703,B*5704
Cw7 Cw*0701,Cw*0702,Cw*0704,Cw*0706

Possible Epitopes based on anchor residues

(5-13) DIAGTTSTL  Cw*0702
(6-13) IAGTTSTL Cw*0702
(4-13) SDIAGTTSTL Cw*0702

Anchor Residues Searched

A*6801
A*6801
A*6801
B44

B44

B44
B*4402
B*4402
B*4402
B*4403
B*4403
B*4403
Cw*0702
Cw*0702
Cw*0702

X[VTIXXXXX[RK]
X[VTIXXXXXX[RK]
X[VTIXXXXXXX[RK]
X[EIXXXXXX[Y]
X[EIXXXXX[Y]
X[EJXXXXXXX[Y]
X[EJXXXXXX[FY]
X[EJIXXXXX[FY]
X[EIXXXXXXX[FY]
X[EJIXXXXXX[YF]
X[EJIXXXXX[YF]
X[EJIXXXXXXX[YF]
XXXXXXXX[YFL]
XXXXXXX[YFL]
XXXXXXXXX[YFL]
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Thistable lists epitopes that are experimentally observed to be presented by a HLA type carried by the patient, but the defned epitope has substitutions
relative to the peptides from your reference strains and so might be missed by your reagents: in HXB2 for Gag, Pol; MN for Env; BRU for Nef, relative
to most B clade Sequencesin the database:

Protein Epitopein Database Epitopein Ref. strain Epitopein Consensus B HLA Notes
p24(15-23) LSPRTLNAW ISPRTLNAW ISPRTLNAW B57,B58
p24(108-117) TSTLQEQIGWF TSTLQEQIGWM  TSTLQEQIGWM B*57,B*5801
p24(108-118) TSTLQEQIGWF TSTLQEQIGWM  TSTLQEQIGWM B*5701
p24(174-184) AEQASQDVKNW  AEQASQEVKNW  AEQASQEVKNW B*4402
p24(174-184) AEQASQDVKNW  AEQASQEVKNW  AEQASQEVKNW B*4402,B44
Protease(3-11) ITLWQRPLV VTLWQRPLV ITLWQRPLV A*6802
Protease(3-11) ITLWQRPLV VTLWQRPLV ITLWQRPLV A*6802,A*7401,A19
Protease(30-38) DTVLEEMNL DTVLEEMSL DTVLEEMNL A*6802
Protease(30-38) DTVLEDINL DTVLEEMSL DTVLEEMNL A*6802
Protease(30-38) DTVLEEWNL DTVLEEMSL DTVLEEMNL A*6802
RT(364-372) DVKQLTEVV DVKQLTEAV DVKQLTEAV A28, A*6802
Integrase(96-104)  ETAYFILKL ETAYFLLKL ETAYFLLKL A*6802
gp160(31-40) AENLWVTVYY TEKLWVTVYY AEQLWVTVYY B*4402
gp160(31-40) AENLWVTVYY TEKLWVTVYY AEQLWVTVYY B44
gpl60(704-712) IVNRNRQGY IVNRVRQGY IVNRVRQGY A*3002
gpl60(777-785) IVTRIVELL IAARIVELL IVTRIVELL A*6802
gp160(794-802) KYCWNLLQY KYWWNLLQY KYWWNLLQY A*3002
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Table 1: p24

HXB2 Location Author L ocation Sequence Immunogen Species(HLA) References
p24(15-23) p24() LSPRTLNAW HIV-1 exposed human(B57,B58) [Kaul (2000)]
seronegative

e 11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-speciEc CD8 gamma-IFN responses in the

cervix — systemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
responses

e Low risk individuals did_not have such CD8+ ¢
e CDB8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF

(4 individuals) were most commonly recognized by the HIV-resistant women

p24(108-117) p24(240-249 LAl) TSTLQEQIGWF HIV-1 infection human(B*57,B*5801)  [Goulder (1996)]
e Response to this epitope was found in 4 slow progressing HLA-B*57 individuals, in 2 it was dominant or very strong
e For one donor (from Zimbabwe) this was de£ned as the optimal peptide
e This epitope can be presented in the context of the closely related HLA molecules B*5801 and B*57

p24(108-118) p24(240-249 LAI) TSTLQEQIGWF HIV-1 infection human(B*5701) [Brander & Goulder(2001)]
e C. Brander notes this is a B*5701 epitope

p24(174-184) p24(306-316 LAI) AEQASQDVKNW human(B*4402) [Brander & Goulder(2001)]
e C. Brander notes this is a B*4402 epitope

p24(174-184) p24(306-316 LAI) AEQASQDVKNW human(B*4402,B44)  [Brander & Walker(1997)]
e Pers. Comm. from D. Lewinsohn to C. Brander and B. Walker, C Brander et al., this database, 1999
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Table 2: Protease

HXB2 Location Author Location Sequence Immunogen Species(HLA) References

Protease(3-11) RT(71-79 A/B/D) ITLWQRPLV ? human(A*6802) [Brander & Goulder(2001)]
e C. Brander notes this is an A*6802 epitope

Protease(3-11)  Protease(71-79 LAI) ITLWQRPLV human(A*6802,A*7401,f06hg (1998)]

e Predicted on binding motif, no truncations analyzed
e Clade A/B/D consensus, S. Rowland-Jones, pers. comm.

Protease(30-38)  Pol() DTVLEEMNL HIV-1 exposure human(A*6802) [Rowland-Jones (1998)]

e HIV-specifc CTL were found in exposed seronegative prostitutes from Nairobi — these CTL may confer protection

Seroprevalence in this cohort is 90-95% and their HIV-1 exposure is among the highest in the world

Most isolated HIV strains are clade A in Nairobi, although clades C and D are also found — B clade epitopes are often cross-reactive,
however stronger responses are frequently observed using A or D clade versions of epitopes

e This epitope is conserved among B and D clade viruses
e The Clade A version of the epitope: DTVLEDINL
e This epitope was recognized by two different exposed and uninfected prostitutes
e This epitope was identifed by screening 49 HIV-1 peptides with the predicted A*6802 anchor residue motif X(VT)xxxxxx(VL)
Protease(30-38)  pol() DTVLEDINL HIV-1 exposed human(A*6802) [Kaul (2000)]
seronegative

e 11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-specifc CD8 gamma-IFN responses in the

cervix — systemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
responses

e Low risk individuals did not have such CD8+ ¢
e CD8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF

(4 individuals) were most commonly recognized by the HIV-resistant women

Protease(30-38)  RT(85-93 Clade D) DTVLEEWNL ? human(A*6802) [Brander & Goulder(2001)]
e C. Brander notes this is an A*6802 epitope
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Table 3: RT

HXB2 Location

Author Location Sequence Immunogen Species(HLA)

References

RT(364-372)

RT(518-526 U455) DVKQLTEVV human(A28, A*6802)

e Predicted on binding motif, no truncations analyzed
e Reacts with clade A consensus (U455), and with the peptide DVKQLAEAV, from the D clade

[Dong (1998), Menendez-
Avrias (1998)]

Table 4: Integrase

HXB2 Location Author Location Sequence Immunogen Species(HLA) References
Integrase(96- Integrase(823-831) ETAYFILKL human(A*6802) [Dong & Rowland-
104) Jones(1998)]

e Epitope found in clade A, B, and D — Pers. Comm. S. Rowland-Jones and T. Dong
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Table 5: gp160

HXB2 Location Author Location Sequence Immunogen Species(HLA) References

gp160(31-40) gpl160(30-39 WEAU) AENLWVTVYY HIV-1 infection human(B*4402) [Brander & Goulder(2001)]
C. Brander notes this is a B*4402 epitope

gp160(31-40) gp160(30-39 WEAU) AENLWVTVYY HIV-1 infection human(B44) [Borrow (1997), Goul-

der (1997), Borrow &
Shaw(1998)]

Two CTL lines from the patient WEAU were studied — one had an optimal peptide of (A)AENLWVTVYY, and the other

(A)AENLWVTVY, and both responded equally well with one or two N-term Alanines

Rapidly post-infection, a strong immunodominant response was observed against this epitope
The naturally occurring forms of the peptide found in WEAU were tested as targets for early WEAU CTLs — the form TENLWVTVY
was as reactive as the wild type AENLWVTVY - but the forms AKNLWVTVY, AGNLWVTVY, AANLWVTVY did not serve as

targets

The glutamic acid in the second position is a B44 anchor residue
[Goulder (1997)] and [Borrow & Shaw(1998)] are reviews of immune escape that summarizes this study in the context of CTL escape

to £xation

gp160(704-712)

gp160(704-712 LAI)  IVNRNRQGY

C. Brander notes this is an A*3002 epitope

human(A*3002)

[Brander & Goulder(2001),
Goulder (2001)]

gp160(777-785)

gp41(782-790 LAI) IVTRIVELL
C. Brander notes this is an A*6802 epitope

human(A*6802)

[Brander & Goulder(2001)]

gp160(794-802)

gp160(794-802 LAI) KYCWNLLQY

C. Brander notes this is an A*3002 epitope

human(A*3002)

[Brander & Goulder(2001),
Goulder (2001)]
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Table6: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location Author Location Sequence Immunogen Species(HLA) References
p24(11-24) p24() VQHAISPRTLNAWV HIV-1 infection human() [Goulder (2000)]
e The CTL-dominant response was focused on this epitope in an HIV+ Haitian living in Boston, who was A34/68 B57/71 Cw3/7 — this
epitope fell outside the most recognized peptides in the study
e Three peptides GSEELRSLYNTVATL (p17 residues 71-85), SALSEGATPQDLNTMLNTVG (p24 41-60), and WEKIRLRPG-
GKKKYKLK(p17 16-30) contained the dominant Gag-speci£c epitope in 31 out of 44 B-clade infected individuals from Boston who
showed Gag-CTL responses
e Five peptides RLRPGGKKHYMIKHLVW (p17 20-36), ELRSLYNTVATLYCV (pl17Gag 74-88), SALSEGATPQDLNTMLNTVG
(p24 41-60), FRDYVDRFFKTLRAEQA (p24 161-177), and SILDIKQGKEPFRDY (p24 149-164) contained dominant Gag-specifc
epitopes in 32 out of 37 C-clade infected subjects from South Africa
p24(12-20) Gag(146-154) HQAISPRTL HIV-1 infection chimpanzee(Patr- [Balla-Jhagjhoorsingh
B*02) (1999)]
e Certain HLA-alleles have been associated with long-term survival — among them are HLA-B*27 and HLA-B*57
e Of more than 150 chimpanzees that have been reported to be infected with HIV-1, only one has developed AIDS
e CTL responses were studied in two HIV-1 infected chimpanzees that have strong CTL responses, and they were found to respond to
highly conserved epitopes that are recognized in humans in the context of HLA-B*27 and HLA-B*57
e The human HLA protein which presents this Patr-B*02 epitope is HLA-B*5701 but the amino acid sequences in the binding pockets
of HLA-B*5701 and Patr-B*02 are distinctive
p24(13-23) p24(145-155) QAISPRTLNAW HIV-1 infection human() [Betts (2000)]
e Only 4/11 HLA-A2+ HIV+ individuals had CTL that reacted to SLYNTVATL, calling into question whether it is immunodominant
o Ninty £ve optimally de£ned peptides from this database were used to screen for gamma interferon responses to other epitopes
e 1/11 of the A2+ individuals was HLA A*0201, Al, B57 and responded to QAISPRTLNAW noted previously to be A25
p24(13-23) p24(145-155 LAI)  QAISPRTLNAW human(A*2501) [Brander & Goulder(2001)]
e C. Brander notes that this is an A*2501 (Pers. Comm. |. Kurane and K. West)
p24(13-23) p24(145-155 LAI)  QAISPRTLNAW human(A5) [Kurane & West(1998)]
p24(15-23) p24(147-155 111B)  ISPRTLNAW HIV-1 infection human(B*5701) [Brander & Goulder(2001)]
e C. Brander notes this is a B*5701 epitope
p24(15-23) Gag(147-155 LAI)  ISPRTLNAW HIV-1 infection human(B*5701 [Klein (1998)]
B*5801)

B57 has been associated with long-term non-progression in the Amsterdam cohort
The most pronounced CTL responses in HLA B*5701 LTS were to RT and Gag
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HXB2 Location Author Location Sequence Immunogen Species(HLA) References
p24(15-23) p24(147-155) ISPRTLNAW HIV-1 infection human(B57) [Betts (2000)]
Only 4/11 HLA-A2+ HIV+ individuals had CTL that reacted to SLYNTVATL, calling into question whether it is immunodominant
Ninty £ve optimally de£ned peptides from this database were used to screen for gamma interferon responses to other epitopes
1/11 of the A2+ individuals was HLA A*0201, A1, B57 and responded to four B57 epitopes and two others, but not SLYNTVATLjt
p24(15-23) p24(147-155111B)  ISPRTLNAW HIV-1 infection human(B57,B*5801) [Goulder (1996)]
Five slow progressors made a response to this epitope, and in two it was the dominant response
Peptide deEned on the basis of B*5801 binding motif, yet not cross-restricted except at high concentrations
p24(15-23) p24() LSPRTLNAW HIV-1 exposed human(B57,B58) [Kaul (2000)]
seronegative
11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-speci£c CD8 gamma-IFN responses in the
(r:gsrg(i))ﬁl S—egystemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
Low risk individuals did_not have such CD8+ ¢
CD8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF
(4 individuals) were most commonly recognized by the HIV-resistant women
p24(16-24) p24() SPRTLNAWV HIV-1 infection chimpanzee() [Santra (1999)]
3/4 animals displayed HIV-1 Gag-speci£c CTL activity
Effector cells from two chimpanzees were able to recognize epitopes also recognized by human HIV-1 Gag-speci£c CTL (SPRTL-
NAWYV, HLA-B7, and DLNTMLNTV, HLA-B14)
No chimpanzee CTL were detected to the following human HIV-1 specifc Gag epitopes, although they were embedded within 20mer
peptides that contained a reactive epitope: ISPRTLNAW, HLA-B57; KRWIILGLNK, HLA-B27; and DRFYKTLRA, HLA-B14
p24(16-24) p24(148-156) SPRTLNAWV human(B*0702) [Brander & Goulder(2001)]
C. Brander notes this is a B*0702 epitope
Optimal peptide mapped by titration, Pers. Comm. from D. Lewinsohn to C. Brander and B. Walker
p24(16-24) p24(148-156) SPRTLNAWV human(B7) [Brander & Walker(1997)]

Optimal peptide mapped by titration, Pers. Comm. from D. Lewinsohn to C. Brander and B. Walker
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HXB2 Location Author Location Sequence Immunogen Species(HLA) References

p24(16-24) p24(148-156)  SPRTLNAWV HIV infection human(B7) [Brodie (2000)]
Study tracks and quantifes in vivo migration of neo-marked CD8 HIV-specifc CTL
Adoptively transferred gene-marked HIV-speciEc CTL homed to speci£c lymph node sites, colocalizing within the parafollicular
regions of the lymph node adjacent to cells expressing HIV tat-fusion transcripts, indicative of viral replication
The CTL clones expressed CCR5 and localized among HIV-1 infected cells expressing MIP-1alpha and MIP-1beta, CC-chemokines
produced at sites of viral replication, suggesting a possible homing mechanism
This study provides a methodology for tracking and studying antigen speci£c CTL in vivo

p24(16-24) p24() SPRTLNAWV HIV-1 exposed human(B7,B*8101) [Kaul (2000)]

seronegative

11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-speci£c CD8 gamma-IFN responses in the
cervix — systemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
responses
Low risk individuals did_not have such CD8+.c
CD8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF
(4 individuals) were most commonly recognized by the HIV-resistant women

p24(16-24) Gag() SPRTLNAWV HIV-1 exposure human(B7,B*8101) [Rowland-Jones (1998)]
HIV-specifc CTL were found in exposed seronegative prostitutes from Nairobi — these CTL may confer protection
Seroprevalence in this cohort is 90-95% and their HIV-1 exposure is among the highest in the world
Most isolated HIV strains are clade A in Nairobi, although clades C and D are also found — B clade epitopes are often cross-reactive,
however stronger responses are frequently observed using A or D clade versions of epitopes
This epitope is conserved among A, B, and D clade viruses

p24(19-27) p24(151-159) TLNAWVKVV HIV-1 infection human(A*02) [Huang (2000)]
The single cell ELISPOT assay was optimized and highly specifc, and found to work well even after the primary cells had been
frozen and thawed
Increases in gamma interferon producing cells were observed in response to anti-retroviral therapy using single cell IFN-gamma-
production ELISPOT
In 3/3 HLA-A*02 B*27 subjects the immunodominant epitope was against HLA B*27 Gag p24 epitope KRWIILGL, not A2 Gag
epitopes

p24(19-27) p24(151-159) TLNAWVKVV HIV-1 infection human(A2) EPSgkeia (1992), Parker

1994

Study of sequence motifs preferred for peptide binding to class | HLA-A2
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HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

p24(19-27)

p24() TLNAWVKVV HIV-1 exposure human(A2, A*0202) [Rowland-Jones (1998)]

HIV-specifc CTL were found in exposed seronegative prostitutes from Nairobi — these CTL may confer protection

Seroprevalence in this cohort is 90-95% and their HIV-1 exposure is among the highest in the world

Most isolated HIV strains are clade A in Nairobi, although clades C and D are also found — B clade epitopes are often cross-reactive,
however stronger responses are frequently observed using A or D clade versions of epitopes

This epitope is conserved among A, B and D clade viruses
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Table 7: All De£ned Epitopes within the 20mer, regardless of HLA type

HXB2 Location Author Location Sequence Immunogen Species(HLA) References
p24(11-24) p24() VQHAISPRTLNAWV HIV-1 infection human() [Goulder (2000)]
e The CTL-dominant response was focused on this epitope in an HIV+ Haitian living in Boston, who was A34/68 B57/71 Cw3/7 — this
epitope fell outside the most recognized peptides in the study
e Three peptides GSEELRSLYNTVATL (p17 residues 71-85), SALSEGATPQDLNTMLNTVG (p24 41-60), and WEKIRLRPG-
GKKKYKLK(p17 16-30) contained the dominant Gag-speci£c epitope in 31 out of 44 B-clade infected individuals from Boston who
showed Gag-CTL responses
e Five peptides RLRPGGKKHYMIKHLVW (p17 20-36), ELRSLYNTVATLYCV (pl17Gag 74-88), SALSEGATPQDLNTMLNTVG
(p24 41-60), FRDYVDRFFKTLRAEQA (p24 161-177), and SILDIKQGKEPFRDY (p24 149-164) contained dominant Gag-specifc
epitopes in 32 out of 37 C-clade infected subjects from South Africa
p24(12-20) Gag(146-154) HQAISPRTL HIV-1 infection chimpanzee(Patr- [Balla-Jhagjhoorsingh
B*02) (1999)]
e Certain HLA-alleles have been associated with long-term survival — among them are HLA-B*27 and HLA-B*57
e Of more than 150 chimpanzees that have been reported to be infected with HIV-1, only one has developed AIDS
e CTL responses were studied in two HIV-1 infected chimpanzees that have strong CTL responses, and they were found to respond to
highly conserved epitopes that are recognized in humans in the context of HLA-B*27 and HLA-B*57
e The human HLA protein which presents this Patr-B*02 epitope is HLA-B*5701 but the amino acid sequences in the binding pockets
of HLA-B*5701 and Patr-B*02 are distinctive
p24(13-23) p24(145-155) QAISPRTLNAW HIV-1 infection human() [Betts (2000)]
e Only 4/11 HLA-A2+ HIV+ individuals had CTL that reacted to SLYNTVATL, calling into question whether it is immunodominant
o Ninty £ve optimally de£ned peptides from this database were used to screen for gamma interferon responses to other epitopes
e 1/11 of the A2+ individuals was HLA A*0201, Al, B57 and responded to QAISPRTLNAW noted previously to be A25
p24(13-23) p24(145-155 LAI)  QAISPRTLNAW human(A*2501) [Brander & Goulder(2001)]
e C. Brander notes that this is an A*2501 (Pers. Comm. |. Kurane and K. West)
p24(13-23) p24(145-155 LAI)  QAISPRTLNAW human(A5) [Kurane & West(1998)]
p24(15-23) p24(147-155 111B)  ISPRTLNAW HIV-1 infection human(B*5701) [Brander & Goulder(2001)]
e C. Brander notes this is a B*5701 epitope
p24(15-23) Gag(147-155 LAI)  ISPRTLNAW HIV-1 infection human(B*5701 [Klein (1998)]
B*5801)

B57 has been associated with long-term non-progression in the Amsterdam cohort
The most pronounced CTL responses in HLA B*5701 LTS were to RT and Gag
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HXB2 Location Author Location Sequence Immunogen Species(HLA) References
p24(15-23) p24(147-155) ISPRTLNAW HIV-1 infection human(B57) [Betts (2000)]
Only 4/11 HLA-A2+ HIV+ individuals had CTL that reacted to SLYNTVATL, calling into question whether it is immunodominant
Ninty £ve optimally de£ned peptides from this database were used to screen for gamma interferon responses to other epitopes
1/11 of the A2+ individuals was HLA A*0201, A1, B57 and responded to four B57 epitopes and two others, but not SLYNTVATLjt
p24(15-23) p24(147-155111B)  ISPRTLNAW HIV-1 infection human(B57,B*5801) [Goulder (1996)]
Five slow progressors made a response to this epitope, and in two it was the dominant response
Peptide deEned on the basis of B*5801 binding motif, yet not cross-restricted except at high concentrations
p24(15-23) p24() LSPRTLNAW HIV-1 exposed human(B57,B58) [Kaul (2000)]
seronegative
11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-speci£c CD8 gamma-IFN responses in the
(r:gsrg(i))ﬁl S—egystemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
Low risk individuals did_not have such CD8+ ¢
CD8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF
(4 individuals) were most commonly recognized by the HIV-resistant women
p24(16-24) p24() SPRTLNAWV HIV-1 infection chimpanzee() [Santra (1999)]
3/4 animals displayed HIV-1 Gag-speci£c CTL activity
Effector cells from two chimpanzees were able to recognize epitopes also recognized by human HIV-1 Gag-speci£c CTL (SPRTL-
NAWYV, HLA-B7, and DLNTMLNTV, HLA-B14)
No chimpanzee CTL were detected to the following human HIV-1 specifc Gag epitopes, although they were embedded within 20mer
peptides that contained a reactive epitope: ISPRTLNAW, HLA-B57; KRWIILGLNK, HLA-B27; and DRFYKTLRA, HLA-B14
p24(16-24) p24(148-156) SPRTLNAWV human(B*0702) [Brander & Goulder(2001)]
C. Brander notes this is a B*0702 epitope
Optimal peptide mapped by titration, Pers. Comm. from D. Lewinsohn to C. Brander and B. Walker
p24(16-24) p24(148-156) SPRTLNAWV human(B7) [Brander & Walker(1997)]

Optimal peptide mapped by titration, Pers. Comm. from D. Lewinsohn to C. Brander and B. Walker
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HXB2 Location Author Location Sequence Immunogen Species(HLA) References

p24(16-24) p24(148-156)  SPRTLNAWV HIV infection human(B7) [Brodie (2000)]
Study tracks and quantifes in vivo migration of neo-marked CD8 HIV-specifc CTL
Adoptively transferred gene-marked HIV-speciEc CTL homed to speci£c lymph node sites, colocalizing within the parafollicular
regions of the lymph node adjacent to cells expressing HIV tat-fusion transcripts, indicative of viral replication
The CTL clones expressed CCR5 and localized among HIV-1 infected cells expressing MIP-1alpha and MIP-1beta, CC-chemokines
produced at sites of viral replication, suggesting a possible homing mechanism
This study provides a methodology for tracking and studying antigen speci£c CTL in vivo

p24(16-24) p24() SPRTLNAWV HIV-1 exposed human(B7,B*8101) [Kaul (2000)]

seronegative

11/16 heavily HIV exposed but persistently seronegative sex-workers in Nairobi had HIV-speci£c CD8 gamma-IFN responses in the
cervix — systemic CD8+ T cell responses tended to be to the same epitopes but at generally lower levels than cervical CD8+ T cell
responses
Low risk individuals did_not have such CD8+.c
CD8+ epitopes T cell DTVLEDINL (3 |nd|V|duaIs) SLYNVATL (4 individuals), LSPRTLNAW (3 individuals) and YPLTFGWCF
(4 individuals) were most commonly recognized by the HIV-resistant women

p24(16-24) Gag() SPRTLNAWV HIV-1 exposure human(B7,B*8101) [Rowland-Jones (1998)]
HIV-specifc CTL were found in exposed seronegative prostitutes from Nairobi — these CTL may confer protection
Seroprevalence in this cohort is 90-95% and their HIV-1 exposure is among the highest in the world
Most isolated HIV strains are clade A in Nairobi, although clades C and D are also found — B clade epitopes are often cross-reactive,
however stronger responses are frequently observed using A or D clade versions of epitopes
This epitope is conserved among A, B, and D clade viruses

p24(19-27) p24(151-159) TLNAWVKVV HIV-1 infection human(A*02) [Huang (2000)]
The single cell ELISPOT assay was optimized and highly specifc, and found to work well even after the primary cells had been
frozen and thawed
Increases in gamma interferon producing cells were observed in response to anti-retroviral therapy using single cell IFN-gamma-
production ELISPOT
In 3/3 HLA-A*02 B*27 subjects the immunodominant epitope was against HLA B*27 Gag p24 epitope KRWIILGL, not A2 Gag
epitopes

p24(19-27) p24(151-159) TLNAWVKVV HIV-1 infection human(A2) EPSgkeia (1992), Parker

1994

Study of sequence motifs preferred for peptide binding to class | HLA-A2
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HXB2 Location

Author Location Sequence Immunogen Species(HLA) References

p24(19-27)

p24() TLNAWVKVV HIV-1 exposure human(A2, A*0202) [Rowland-Jones (1998)]

HIV-specifc CTL were found in exposed seronegative prostitutes from Nairobi — these CTL may confer protection

Seroprevalence in this cohort is 90-95% and their HIV-1 exposure is among the highest in the world

Most isolated HIV strains are clade A in Nairobi, although clades C and D are also found — B clade epitopes are often cross-reactive,
however stronger responses are frequently observed using A or D clade versions of epitopes

This epitope is conserved among A, B and D clade viruses
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pP2p7/plp6 CTL Map
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Protease CTL Map
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RT CTL Map
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Integrase CTL Map
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gple0O CTL Map
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A*2402
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